Non-human primates (NHPs), such as the rhesus macaque, have been widely used to 75 study social behavior. Both rhesus and humans display rich behavioral repertoires, complex 76 social hierarchies, and are very similar in their physiology and neuroanatomy. Additionally, 77 rhesus have frequently been used to investigate the role of OXT on sociality [9] , and as such, an 78 understanding of the genetic contributions to the oxytocinergic system in this NHP model is 79 valuable for translation to humans.
81
While human genetic association studies necessitate extremely large samples to detect 82 small effects reliably among the multitude of factors influencing complex traits, it is possible that 83 NHP studies conducted in experimentally controlled, semi-naturalistic settings with known 84 pedigrees can detect larger effects due to the reduction in environmental noise (e.g. standard 85 diets and perinatal environments). The goal of the present study was to use an informed 86 approach to examine the associations of novel rhesus OXTR (rhOXTR) SNPs with social 87 behavior (pro-social, anxiety-like, and aggressive) and OXT in cerebrospinal fluid (CSF) in 214 88 adult female rhesus macaques housed in large social groups. We also report estimates of 89 heritability and examine the effects of OXT CSF on each behavior. All 13 markers investigated (Fig 1) conformed to Hardy-Weinberg equilibrium, except 204 two (SNPs 1 and 9, 
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Our results are consistent with [18] , who also investigated rhOXTR markers and social 250 behavior in a similarly-sized sample of rhesus and likewise found no significant effects. We 251 agree with their conclusions that behavioral genetic studies in NHPs likely face the same 252 challenges as in humans: First, samples upwards of tens of thousands would be required to be 253 adequately powered. Second, reported associations with complex traits resulting from small 254 genetic studies are more likely to be false-positives and fail to replicate, which has been well-255 documented in human literature.
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While our approach to select influential rhOXTR markers was not effective for our 
